
 
                     10        20        30        40        50        60        70        80        90       100       110       120       130       140       150       160       170       180       190       
200                             
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
6981000.m   ~~~MTSLLGLAVRLLLFQPTLM~~~~~~~~~~FWASQVRQKCHNGTYEISVLMMDNSAYKEP~~~~~~~~~~LQNLRDAVEEGLDIVRKRLREAELNVTVNATFIYSDGLIHKSGDCRSSTCEGLDLLREITRDRKMGCVLMGPS~~~~CTYSTFQMYLDTELNYPMISAGSFGLSCDYKETLTRILPPARKLMYFLVDF 
38085380.m  ~~~MTSLLGLAVRLLLFQPALMV~~~~~~~~~FWASQVRQNCRNGSYEISVLMMDNSAYKEP~~~~~~~~~~MQNLREAVEEGLDIVRKRLREADLNVTVNATFIYSDGLIHKSGDCRSSTCEGLDLLREITRDHKMGCALMGPS~~~~CTYSTFQMYLDTELNYPMISAGSYGLSCDYKETLTRILPPARKLMYFLVDF 
27806993.m  ~~MKTPLLALALWSLILRPGLP~~~~~~~~~~FWTSHVSRNCQDGSYEISVLMMNNSAFPES~~~~~~~~~~LDSLEEVVKEGVKIVSQRLLKAGLNVTVNATFIYSEGVIYKSSDCRSSTCEGLDLLRTISSKKQMGCVLMGPS~~~~CTYSTFQMYLDTDLNYPMISAGSFGLSCDYKETLTRMMSPARKLMYFLVEF 
HSER.h      ~~MKTLLLDLALWSLLFQPGWL~~~~~~~~~~SFSSQVSQNCHNGSYEISVLMMGNSAFAEP~~~~~~~~~~LKNLEDAVNEGLEIVRGRLQNAGLNVTVNATFMYSDGLIHNSGDCRSSTCEGLDLLRKISNAQRMGCVLIGPS~~~~CTYSTFQMYLDTELSYPMISAGSFGLSCDYKETLTRLMSPARKLMYFLVNF 
27806997.m  MFLAPWPFSHLMLWFVTLGRQR~~~~~~GQHGLASFKLLWC~~~~LWLLVLMSLPLQVWAPP~~~~~~~~YKIGVVGPWTCDPLFSKALPEIAAQLATERINKDPALDLGHSLEYVIFNEDCQASRALSSFISHHQMASGFIGPANPGYCEAASLLGNSWDKGIFSWACVNYELDSKNSHPTFSRTLPSPIRVLLTVMKY 
CYGF.h      MFLGLGRFSRLVLWFAAFRKLL~~~~~~GHHGLASAKFLWC~~~~LCLLSVMSLPQQVWTLP~~~~~~~~YKIGVVGPWACDSLFSKALPEVAARLAIERINRDPSFDLSYSFEYVILNEDCQTSRALSSFISHHQMASGFIGPTNPGYCEAASLLGNSWDKGIFSWACVNYELDNKISYPTFSRTLPSPIRVLVTVMKY 
38086777.m  MFLGPWPFSRLLSWFAISSRLS~~~~~~GQHGLPSSKFLRC~~~~LCLLALLPLLRWGQALP~~~~~~~~YKIGVIGPWTCDPFFSKALPEVAAALAIERISRDKTFDRSYSFEYVILNEDCQTSKALASFISHQQMASGFVGPANPGFCEAASLLGTSWDKGIFSWACVNHELDNKHSFPTFSRTLPSPIRVLVTVMKY 
16758684.m  MFLGPWPFSRLLSWFAISSRLS~~~~~~GQHGLTSSKFLRY~~~~LCLLALLPLIWWGQALP~~~~~~~~YKIGVIGPWTCDPFFSKALPEVAAALAIERISRDMSFDRSYSFEYVILNEDCQTSKALTSFISHQQMASGFVGPANPGYCEAASLLGNSWDKGIFSWACVNHELDNKHSYPTFSRTLPSPIRVLVTVMKY 
6680135.m   MSAWLLPAGGLPGARFCVPARQ~~~~~~SPS~~SFSRVLRWPRPGLPGLLLLLLLPSPSALS~~~~~~AVFKVGVLGPWACDPIFARARPDLAARLAANRLNRDFGLDGGPRFEVALLPEPCLTPGSLGAVSSALSRVSGLVGPVNPAGCRPAELLAQEAGVALVPWGCPGTRAAG~~~~~TTAPAVTPAADALYVLLRA 
13242283.m  MSAWLLPAGGFPGAGFCIPAWQ~~~~~~SRS~~SLSRVLRWPGPGLPGLLLLLLLPSPSAFS~~~~~~AVFKVGVLGPWACDPIFARARPDLAARLATDRLNRDLALDGGPWFEVTLLPEPCLTPGSLGAVSSALTRVSGLVGPVNPAACRPAELLAQEAGVALVPWGCPGTRAAG~~~~~TTAPAVTPAADALYVLLKA 
27806995.m  MTACTFLAGGLRDPGLCAPTRW~~~~~~APSPPGLPPIPPRPRLRLRPPLLLLLLLPRSVLS~~~~~~AVFTVGVLGPWACDPIFARARPDLAARLAASRLNHAAALEGGPRFEVALLPEPCRTPGSLGAVSSALTRVSGLVGPVNPAACRPAELLAQEAGVALVPWGCPGTRAAG~~~~~TTAPVVTPAADALYALLRA 
CYGD.h      MTACARRAGGLPDPGLCGPAWW~~~~~~APSLPRLPRALPR~~~~~LPLLLLLLLLQPPALS~~~~~~AVFTVGVLGPWACDPIFSRARPDLAARLAAARLNRDPGLAGGPRFEVALLPEPCRTPGSLGAVSSALARVSGLVGPVNPAACRPAELLAEEAGIALVPWGCPWTQAEG~~~~~TTAPAVTPAADALYALLRA 
18543337.m  ~MAGLQQGCHPEGQDWTAPHWKTCRALPGPRGLTVRHLRTVSSISVFSVVFWGVLLWADSLSLPAWARETFTLGVLGPWDCDPIFAQALPSMATQLAVDRVNQDASLLLGSQLDFKILPTGCDTPHALATFVAHRNTVAAFIGPVNPGYCPAAALLAQGWGKSLFSWACGAPEGGG~~~~~ALVPTLPSMADVLLSVMRH 
31198009.i  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
24644018.f  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1ias_TGFBR  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
 
 
                    210       220       230       240       250       260       270       280       290       300       310       320       330       340       350       360       370       380       390       
400                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
6981000.m   WKVNNAPFKTFSWNSSYVYKNGSEPEDCFWYLNALEAGVSYFSEVLSFKDVLRRSEQFQEILMGRNRKSNVIVMCGTPETFYNVKGDLKVADDTVVILVDLFSNHYFEDDTRAPEYMDNVLVLTLPPEKFIANASVSGRFPSERSDFSLAYLEG~~~~~~~~~~~TLLFGHMLQTFLENGESVT~~~~~~~~~~~~TPKF 
38085380.m  WKVNNASFKPFSWNSSYVYKNGSEPEDCFWYLNALEAGVSYFSEVLNFKDVLRRSEQFQEILTGHNRKSNVIVMCGTPESFYDVKGDLQVAEDTVVILVDLFSNHYFEENTTAPEYMDNVLVLTLPSEQSTSNTSVAERFSSGRSDFSLAYLEG~~~~~~~~~~~TLLFGHMLQTFLENGENVT~~~~~~~~~~~~GPKF 
27806993.m  WKVK~FQFKPFSWNTAYVFKNSTETEDGLWYLNALAAGVSYFPQKLGFKEMLRGDTEFQDILMDQNRKSNVIVMCGRPETIQNLRGNRAVAEDIVIILVDLFNDHYFMDNVTAPDYMKNVLVLTLPPENSVSNSSSSKNLSLAKNDFAAAYLDG~~~~~~~~~~~VLLFGHMLKIFLENGEDVT~~~~~~~~~~~~TSKF 
HSER.h      WKTNDLPFKTYSWSTSYVYKNGTETEDCFWYLNALEASVSYFSHELGFKVVLRQDKEFQDILMDHNRKSNVIIMCGGPEFLYKLKGDRAVAEDIVIILVDLFNDQYLEDNVTAPDYMKNVLVLTLSPGNSLLNSSFSRNLSPTKRDFALAYLNG~~~~~~~~~~~ILLFGHMLKIFLENGENIT~~~~~~~~~~~~TPKF 
27806997.m  FQWAHAGVISSDEDIWVHTAYRVASALRSRGLPVGVVLTT~GQDSQSIQKALQQIRQADRIRIIIMCMHSTLIGGETQTHLLEWAHDLQMTDGTYVFVPYDTLLYSLPYKHTPYKVLRNNPKLREAYDAVLTITVES~QEKTFYQAFEEAAARGEIPEKLESDQVSPLFGTIYNSIYFIAQAMNNAMKENGW~~ASAASL 
CYGF.h      FQWAHAGVISSDEDIWVHTANRVASALRSHGLPVGVVLTT~GQDSQSMRKALQRIHQADRIRIIIMCMHSALIGGETQMHLLECAHDLKMTDGTYVFVPYDALLYSLPYKHTPYRVLRNNPKLREAYDAVLTITVES~QEKTFYQAFTEAAARGEIPEKLEFDQVSPLFGTIYNSIYFIAQAMNNAMKENGQ~~AGAASL 
38086777.m  FQWAHAGVISSDEDIWMHTANRVSSALRSQGLPVGVVLTS~GRDSQSIQKALQQIRQADRIRIIIMCMHSALIGGETQTHFLELAHDLKMTDGTYVFVPYDVLLYSLPYKHSPYQVLRNNPKLREAYDAVLTITVES~HEKTFYEAYAEAAARGEIPEKPDSNQVSPLFGTIYNSIYFIAQAMNNAMKKNGR~~ASAASL 
16758684.m  FQWAHAGVISSDEDIWVHTANQVSSALRSHGLPVGVVLTS~GQDSRSIQKALQQIRQADRIRIIIMCMHSALIGGETQTHFLELAHDLKMTDGTYVFVPYDVLLYSLPYKHSPYQVLRNNQKLREAYDAVLTITVES~HEKTFYEAFTEAAAGGEIPEKLDSHQVSPLFGTIYNSIYFIAQAMSNALKENGQ~~ASAASL 
6680135.m   FRWARVALITAPQDLWVEAGRALSTALRARGLPVALVTSMETSDRSGAREALGRIRDGPRVRVVIMVMHSVLLGGEEQRYLLEAAEELALTDGSLVFLPFDTLHYALSPGPEALAAFVNSSQLRRAHDAVLTLTRRCPPGGSVQDSLRRAQEHQELPLDLNLKQVSPLFGTIYDAVFLLAGGVKRARTAVGGGWVSGASV 
13242283.m  FRWARVALITAPQDLWVEAGRALSTALRARGLPVALVTSMVPSDLSGAREALRRIRDGPRVRVVIMVMHSVLLGGEEQRYLLEAAEELGLTDGSLVFLPFDTLHYALSPGPEALAAFVNSSKLRRAHDAVLTLTRRCPPGGSVQDSLRRAQEHQELPLDLDLKQVSPLFGTIYDAVFLLAGGVTRARAAVGGGWVSGASV 
27806995.m  FRWAHVALVTAPQDLWVEAGHALSTALRARGLPVALVTSMEPSDLSGAREALRRVQDGPRVRAVIMVMHSVLLGGEEQRCLLEAAEELGLADGSLVFLPFDTLHYALSPGPDALAVLANSSQLRKAHDAVLTLTRHCPLGGSVRDSLRRAQEHRELPLDLNLQQVSPLFGTIYDSVFLLAGGVARARVAAGGGWVSGAAV 
CYGD.h      FGWARVALVTAPQDLWVEAGRSLSTALRARGLPVASVTSMEPLDLSGAREALRKVRDGPRVTAVIMVMHSVLLGGEEQRYLLEAAEELGLTDGSLVFLPFDTIHYALSPGPEALAALANSSQLRRAHDAVLTLTRHCPSEGSVLDSLRRAQERRELPSDLNLQQVSPLFGTIYDAVFLLARGVAEARAAAGGRWVSGAAV 
18543337.m  FGWARLAIVSSHQDIWVTTAQQLATAFRAHGLPIGLITSLGPGE~KGATEVCKQLHSVHGLKIVVLCMHSALLGGLEQTVLLRCAREEGLTDGRLVFLPYDTLLFALPYRNRSYLVLDDDGPLQEAYDAVLTISLDTSPES~~~HAFTATKMRGGAAANLGPEQVSPLFGTIYDAVILLAHALNHSETHGTG~~LSGAHL 
31198009.i  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
24644018.f  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1ias_TGFBR  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
 
 
                    410       420       430       440       450       460       470       480       490       500       510       520       530       540       550       560       570       580       590       
600                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
6981000.m   ARAFRNLTFQGLEGPVTLDDSGDIDNIMCLLYVSLDTRKYKVLMAYDTHKNQTIPVATSPNFIWKNHRLPNDVP~~~~~~~~~~~GLGPQILMIAVFTLTGIVVVLLLIALLVLRKYRRDHELRQKKWSHIPSENIFPLETNETNHVSLKIDDDRR~~~~~~~~~~~~~~~~~~~~~RDTIQRVRQCKYDKKKVILKDLK 
38085380.m  ARAFRNLTFQGFAGPVTLDDSGDIDNIMSLLYVSLDTRKYKVLMKYDTHKNKTIPVAENPNFIWKNHKLPNDVP~~~~~~~~~~~GLGPQILMIAVFTLTGILVVLLLIALLVLRKYRRDHALRQKKWSHIPSENIFPLETNETNHISLKIDDDRR~~~~~~~~~~~~~~~~~~~~~RDTIQRVRQCKYDKKKVILKDLK 
27806993.m  AHAFRNITFEGHVGPVTLDACGDIDNTMYLLYTSVDTSKYKVLLTYDTRVNQTSPVDKSPTFIWKNHKLPNDIP~~~~~~~~~~~GQGPQMLMIAVFTLAGTVVLLLLIALLVLRKYKREHALRQKKWSHIPPEDIFPLESNETNHVSLKIDDDKR~~~~~~~~~~~~~~~~~~~~~RDTIQRLRQCKYDKKRVILKDLK 
HSER.h      AHAFRNLTFEGYDGPVTLDDWGDVDSTMVLLYTSVDTKKYKVLLTYDTHVNKTYPVDMSPTFTWKNSKLPNDIT~~~~~~~~~~~GRGPQILMIAVFTLTGAVVLLLLVALLMLRKYRKDYELRQKKWSHIPPENIFPLETNETNHVSLKIDDDKR~~~~~~~~~~~~~~~~~~~~~RDTIQRLRQCKYDKKRVILKDLK 
27806997.m  VQHSRNVQFYGFNQLIRTDANGNGISEYVILDTNWKEWELHSTYTVDMETELLRFGETPIHFP~GGRPPRADAQCWFADGRICQGGINPTFALMVCLALLIALLSINGFAYFIRHRINKIQLIKGPNRILLTLEDVTFINPHFGSKRGSHASVSFQITSEVQSGRSPRLSFSSGSLTPATCENSNIAIYEGDWVWLKKFP 
CYGF.h      VQHSRNMQFHGFNQLMRTDSNGNGISEYVILDTNLKEWELHSTYTVDMEMELLRFGGTPIHFP~GGRPPRADAKCWFAEGKICHGGIDPAFAMMVCLTLLIALLSINGFAYFIRRRINKIQLIKGPNRILLTLEDVTFINPHFGSKRGSRASVSFQITSEVQSGRSPRLSFSSGSLTPATYENSNIAIYEGDWVWLKKFS 
38086777.m  VQHSRNMQFYGFNQLIKTDSNGNGISEYVILDTNGKEWELRGTYTVDMETELLRFRGTPIHFP~GGRPTSADAKCWFAERKICQGGIDPALAMMVCFALLIALLSINGFAYFIRRRINKIQLIKGPNRILLTLEDVTFINPHFGSKRGSRASVSFQIISEVQSGRSPRLSFSSGSLTPATYENSNIAIYEGDWVWLKKFP 
16758684.m  TRHSRNMQFYGFNQLIRTDSNGNGISEYVILDTNGKEWELRGTYTVDMETELLRFRGTPIHFP~GGRPTSADAKCWFAQGKICQGGIDPALAMMVCFALLLALLSINGFAYFIRRRINKIQLIKGPNRILLTLEDVTFINPHFGSKRGSRASVSFQIISEVQSGRSPRLSFSSGSLTPATYENSNIAIYQGDWVWLKKFP 
6680135.m   ARQVREAQVSGFCGVLGRTEE~~~~PSFVLLDTDASGEQLFATHLLDPVLGSLRSAGTPMHFPRGGPAPGPDPSCWFDPDVICNGGVEPGLVFVGFLLVIGMGLTGAFLAHYLRHRLLHMQMASGPNKIILTLEDVTFLHPPGGSSR~KVVQGSRS~~~~~~~SLATRSASDIRSVPSQPQESTNVGLYEGDWVWLKKFP 
13242283.m  ARQMREAQVFGFCGILGRTEE~~~~PSFVLLDTDAAGERLFTTHLLDPVLGSLRSAGTPVHFPRGAPAPGPDPSCWFDPDVICNGGVEPGLVFVGFLLVIVVGLTGAFLAHYLRHRLLHMQMVSGPNKIILTLEDVTFLHPQGGSSR~KVAQGSRS~~~~~~~SLATRSTSDIRSVPSQPQESTNIGLYEGDWVWLKKFP 
27806995.m  ARHIRDARVPGFCGALGGAEE~~~~PSFVLLDTDATGDQLFATYVLDPTQGFFHSAGTPVHFPKGGRGPGPDPSCWFDPDTICNGGVEPSVVFIGFLLVVGMGLAGAFLAHYCRHRLLHIQMVSGPNKIILTLDDITFLHPHGGNSR~KVAQGSRT~~~~~~~SLAARSISDVRSIHSQLPDYTNIGLYEGDWVWLKKFP 
CYGD.h      ARHIRDAQVPGFCGDLGGDEE~~~~PPFVLLDTDAAGDRLFATYMLDPARGSFLSAGTRMHFPRGGSAPGPDPSCWFDPNNICGGGLEPGLVFLGFLLVVGMGLAGAFLAHYVRHRLLHMQMVSGPNKIILTVDDITFLHPHGGTSR~KVAQGSRS~~~~~~~SLGARSMSDIRSGPSQHLDSPNIGVYEGDRVWLKKFP 
18543337.m  GNHIRALDVAGFSQRIRIDGKGRRLPQYVILDTNGEGSQLVPTHILDVSTQQVQPLGTAVHFP~GGSPPAHDASCWFDPNTLCIRGVQPLGSLLTLTITCVLALVGGFLAYFIRLGLQQLRLLRGPHRILLTPQELTFLQRTPSRRRPHVDSGSESRSVVDGGSPQSVIQGSTRSVP~AFLEHTNVALYQGEWVWLKKFE 
31198009.i  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MLCCWLQQLQEFGG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~PEVEKPDLLKGSIGSLKNLGLPAPTKPSSGSE~~~~~~~~~~~~~~~~~~~~~~~~~~~TLIRHSTAAIDHKARYNGDLVQLKEIP 
24644018.f  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MLCCWLQQLQEFGG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~PEVDKPDLLKGSIGSLKNLGFVIPGAAAPGSAGAITTTANGK~~~~~~~~~~SGSSATGSLARHNPAHLDMRARYNGDLVQLKEVN 
1ias_TGFBR  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
 
 
                    610       620       630       640       650       660       670       680       690       700       710       720       730       740       750       760       770       780       790       
800                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
6981000.m   HCDGNFSE~~~~KQKIELNKLLQSDYYNLTKFYGTVKL~~~~~~~~~~DTRIFGVVEYCERGSLREVLNDTISYPDGTFMDWEFKISVLNDIAKGMSYLHSSKIEVHGRLKSTNCVVDSRMVVKITDFGCNSILP~~~~~~~~~~PKKDLWTAPEHLRQATISQ~~~~~~~~~~~~~KGDVYSFSIIAQEIILRKETFYT 
38085380.m  HSDGNFSE~~~~KQKIDLNKLLQSDYYNLTKFYGTVKL~~~~~~~~~~DTRIFGVVEYCERGSLREVLNDTISYPDGTFMDWEFKISVLNDIAKGMSYLHSSKIEVHGRLKSTNCVVDSRMVVKITDFGCNSILP~~~~~~~~~~PKKDLWTAPEHLRQATISQ~~~~~~~~~~~~~KGDVYSFAIIAQEIILRKETFYT 
27806993.m  HNDGNFTE~~~~KQKIELNKLLQIDYYNLTKFYGTVKL~~~~~~~~~~DSTIFGVTEYCERGSLREVLNDTISYPDGTFMDWEFKISVLYDIAKGMSYLHSSKTEVHGRLKSTNCVVDSRMVVKITDFGCNSILP~~~~~~~~~~PRKDLWTAPEHLRVASVSQ~~~~~~~~~~~~~KGDVYSYGIIAQEIIQRRETFYT 
HSER.h      HNDGNFTE~~~~KQKIELNKLLQIDYYNLTKFYGTVKL~~~~~~~~~~DTMIFGVIEYCERGSLREVLNDTISYPDGTFMDWEFKISVLYDIAKGMSYLHSSKTEVHGRLKSTNCVVDSRMVVKITDFGCNSILP~~~~~~~~~~PKKDLWTAPEHLRQANISQ~~~~~~~~~~~~~KGDVYSYGIIAQEIILRKETFYT 
27806997.m  SGNFGDIKSVESSASDIFEMMKDLRHENINPLVGFFYD~~~~~~~~~~SGVFAIVTEFCSRRSLEDILMN~~~~~QDVKLDWMFKSSLLLDLIKGMKYLHHR~EFAHGRLKSRNCVVDGRFVLKVTDYGFNDILETLRLSQEEPSAEELLWTAPELLRAPRGSR~~~~~~~~~LRSFAGDVYSFAIIMQEVMVRGTPFCM 
CYGF.h      LGDFGDLKSIKSRASDVFEMMKDLRHENINPLLGFFYD~~~~~~~~~~SGMFAIVTEFCSRGSLEDILTN~~~~~QDVKLDWMFKSSLLLDLIKGMKYLHHR~EFVHGRLKSRNCVVDGRFVLKVTDYGFNDILEMLRLSEEESSMEELLWTAPELLRAPRGSR~~~~~~~~~LGSFAGDVYSFAIIMQEVMVRGTPFCM 
38086777.m  PGDFGDIKSIKSSASDVFEMMKDLRHENVNPLLGFFYD~~~~~~~~~~SGMFAIVSEFCSRRSLEDILTN~~~~~DDVKLDWMFKSSLLLDLIKGMKYLHHR~EFIHGRLKSRNCVVDGRFVLKVTDYGFNDILEMLRLSEEEPSEEELLWTAPELLRAPGGIR~~~~~~~~~LGSFAGDVYSFAIIMQEVMVRGAPFCM 
16758684.m  PGDFGDIKSIKSSASDVFEMMKDLRHENVNPLLGFFYD~~~~~~~~~~SGMFAIVSEFCSRRSLEDILTQ~~~~~DDVKLDWMFKSSLLLDLIKGMKYLHHR~EFIHGRLKSRNCVVDGRFVLKVTDYGFNNILEMLRLSEEEPSEEELLWTAPELLRAPGGIR~~~~~~~~~LGSFAGDVYSFAIIMQEVMVRGAPFCM 
6680135.m   GEHHMAIR~~~PATKTAFSKLRELRHENVALYLGLFLAGTADSPATPGEGILAVVSEHCARGSLHDLLAQ~~~~~REIKLDWMFKSSLLLDLIKGMRYLHHR~GVAHGRLKSRNCVVDGRFVLKVTDHGHGRLLEAQRVLPEPPSAEDQLWTAPELLRDPSLER~~~~~~~~~RGTLAGDVFSLAIIMQEVVCRSTPYAM 
13242283.m  GEHHMAIR~~~PATKMAFSKLRELRHENVALYLGLFLAGTADSPATPGEGILAVVSEHCARGSLHDLLAQ~~~~~RDIKLDWMFKSSLLLDLIKGMRYLHHR~GVAHGRLKSRNCVVDGRFVLKVTDHGHGRLLEAQRVLPEPPSAEDQLWTAPELLRDPALER~~~~~~~~~RGTLAGDVFSLGIIMQEVVCRSTPYAM 
27806995.m  GDRHIAIR~~~PATKMAFSKIRELRHENVALYLGLFLAGGAGGPAAPGEGVLAVVSEHCARGSLQDLLAQ~~~~~RDIKLDWMFKSSLLLDLIKGIRYLHHR~GVAHGRLKSRNCVVDGRFVLKVTDHGHGRLLEAQRVLPEPPSAEDQLWTAPELLRDPVLER~~~~~~~~~RGTLAGDVFSLGIIMQEVVCRSAPYAM 
CYGD.h      GDQHIAIR~~~PATKTAFSKLQELRHENVALYLGLFLARGAEGPAALWEGNLAVVSEHCTRGSLQDLLAQ~~~~~REIKLDWMFKSSLLLDLIKGIRYLHHR~GVAHGRLKSRNCIVDGRFVLKITDHGHGRLLEAQKVLPEPPRAEDQLWTAPELLRDPALER~~~~~~~~~RGTLAGDVFSLAIIMQEVVCRSAPYAM 
18543337.m  AGTAPDLR~~~PSSLSLLRKMREMRHENVTAFLGLFVG~~~~~~~~~~PEVSAMVLEHCARGSLEDLLRN~~~~~EDLRLDWTFKASLLLDLIRGLRYLHHR~HFPHGRLKSRNCVVDTRFVLKITDHGYAEFLESHCSFRPQPAPEELLWTAPELLRGPRGPWGP~~~~~~GKATFKGDVFSLGIILQEVLTRDPPYCS 
31198009.i  SSSASHELK~~TKAMDLLVMAHGLRHENINPLIGWLNE~~~~~~~~~~PSRTALVFEHCSRGSLQDVLIM~~~~~DEIKLDWSFRLSLLTDLVRGMRYLHASPLRVHGSLSSRNCVVDARWVLKITDYGMLSFYEAQGIAPAPRNAKELLWTAPEALRDSRTYP~~~~~~~~KAGTQPADVYAFGIIMQEVVVRGEPYCM 
24644018.f  ~INGSAELR~~TKAMDLLVMAHGLRHENINPLIGWLSD~~~~~~~~~~PNRTAMVFDYCSRGSLQDVLIM~~~~~DEIKLDWSFRLSLLTDLVRGMRYLHTSPLRVHGALTSRNCVVDARWVLKITDYGLNSFYESQGLPPRTRSAKELLWTAPELLRNMKLHQHHHQHGRIQLGTQLGDVYSFGIIMQEVVVRGEPYCM 
1ias_TGFBR  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~EDPSLDRPFIS~~~~~EGTTLKDLIYDMTTSGSGSGLPLLVQR~~TIARTIVLQESIGKGRFGEVWRGK~~~~~~~~~~~~~~~~~~~~~~WRGEEVAVKIFSSR~~~~~~~~~~~~EERSWFREAEIYQTVMLRHENILG 
 
 



 
                    810       820       830       840       850       860       870       880       890       900       910       920       930       940       950       960       970       980       990       
1000                   
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
6981000.m   LSCRDQNEKIFRVENSYGTKPFRPDLFLETADEKELEVYLLVKSCWEEDPEKRPDFKKIESTLAKIFGLFHDQKNESYMDTLIRRLQLYSRNLEHLVEERTQLYK~AERDRADHLNFMLLPRLVVKSLKEKGIVEPELYEEVTIYFSDIVGFTTICKYSTPMEVVDMLNDIYKSFDQIVDHHDVYKVETIGDAYVVASGL 
38085380.m  LSCRDHNEKIFRVENSYG~KPFRPDLFLETADEKELEVYLLVKSCWEEDPEKRPDFKKIESTLAKIFGLFHDQKNESYMDTLIRRLQLYSRNLEHLVEERTQLYK~AERDRADHLNFMLLPRLVVKSLKEKGIVEPELYEEVTIYFSDIVGFTTICKYSTPMEVVDMLNDIYKSFDQIVDHHDVYKVETIGDAYVVASGL 
27806993.m  LSCRDQKEKIFRVENCNGVKPFRPDLFLETAEEKELEVYLLVKSCWEEDPEKRPDFKKIENTLAKIFGLFHDQKNESYMDTLIRRLQLYSRNLEHLVEERTQLYK~AERDRADQLNFMLLPRLVVKSLKEKGFVEPELYEEVTVYFSDIVGFTTICKYSTPMEVVDMLNDIYKNFDHILDHHDVYKVETIGDAYMVASGL 
HSER.h      LSCRDRNEKIFRVENSNGMKPFRPDLFLETAEEKELEVYLLVKNCWEEDPEKRPDFKKIETTLAKIFGLFHDQKNESYMDTLIRRLQLYSRNLEHLVEERTQLYK~AERDRADRLNFMLLPRLVVKSLKEKGFVEPELYEEVTIYFSDIVGFTTICKYSTPMEVVDMLNDIYKSFDHIVDHHDVYKVETIGDAYMVASGL 
27806997.m  MDLPAK~EIIERIK~~~~~KPPPVYRPVVPPEHAPPECLQLMKQCWAEAAEQRPTFDEIFNQFKTFN~~~~KGKKTNIIDSMLRMLEQYSSNLEDLIQERTEELE~IEKQKTEKLLTQMLPPSVAESLKKGCTVEPEGFDLVTLYFSDIVGFTTISAMSEPIEVVDLLNDLYTLFDAIIGSHDVYKVETIGDAYMVASGL 
CYGF.h      MDLPAQ~EIINRLK~~~~~KPPPVYRPVVPPEHAPPECLQLMKQCWAEAAEQRPTFDEIFNQFKTFN~~~~KGKKTNIIDSMLRMLEQYSSNLEDLIRERTEELE~IEKQKTEKLLTQMLPPSVAESLKKGCTVEPEGFDLVTLYFSDIVGFTTISAMSEPIEVVDLLNDLYTLFDAIIGSHDVYKVETIGDAYMVASGL 
38086777.m  MDLPAK~EIIDRLK~~~~~MPPPVYRPVVSPEYAPAECLQLMKQCWAEASEQRPTFDEIFNQFKTFN~~~~KGKKTNIIDSMLRMLEQYSSNLEDLIRERTEELE~IEKQKTEKLLTQMLPLSVAESLKKGCTVEPEGFDLVTLYFSDIVGFTTISAMSEPIEVVDLLNDLYTLFDAIIGSHDVYKVETIGDAYMVASGL 
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